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Document S3. DNA Sequences of Primers Used

Primers used for fine-mapping. D3S_A and D3S_B (listed below) were designed using Tandem Repeats Finder.

Primer
Forward sequence reverse sequence
name
D3S1580 | CCACCATACTCCAGTGATCC TGACCATCTGTCCTGCCTT
D3S3530 | ACAAACCATTTGCCACAGAC ACATTGCAGAGACGAAGCAC
D3S2398 | AGCCTGAGCAAAACAGTGAA GAAGACCTACGGATTGGGTC
D3S A CCCAAGGGCATTTCTTGATA CATGCAGTGCCTTAACCTCA
D351294 | GCTGCTCTGTGCAGATTG CGTTGTGGTTGAGTAGGA
D351314 | AACTTACACATTTGGCCCTG TCAATCTGTGGAGTCATTGG
D351288 | CTTTGTAGGGAACCAATATG CCAATTATGAATCAGGCA
D3S2747 | TTTCACATTGCTTGCCTG CCTTATATTATGACCTTGGGGA
D3S3043 | CGCCTGGCTCATACTACACT GGAATACCACCTGAAGGACC
D3S B GAAATACAAGGAGACTACTTCAGGA | TCTGATCACCCCAACGTATT
D3S2455 | AGCCCATTTCTCATTAAGGC TAGCTTGCCAAAACTCTCCA

Primers used for sequencing of TP73L

Sequence | kind | Primer

Forward sequence reverse sequence

name name
Exonl exon T1 agagggggaagaacaacagtag | tgctgactaaacaaggaggaat
Exon2 exon T2 cactacctgaagaaatgccaat gattagcaaggatcttttggtg
Exon3 exon T3 taattatctgaggagggcagag ttatagatatttgcggcagacc
Exon4 exon T4 agagctgagtgatctggaaaag ccactaactggcactttctctc
Exon5 exon T5 gaagctactcgtggtttcattc agtgcagaagtctgaatcaggt
Exon6 exon T6 tatctggctatgggatctgttc taggtattctgaagggaaagca
Exon7 exon T7 gaagaactgagaaggaacaacg | aggatttagagcacaaaggaca
Exon8 exon T8 tagatcttcaggggactttcaa gctgaaggtcacaggtcttatc
Exon9 exon T9 cctccttattgctaggatcaca ctaagacacctcctttcccatt
Exonl0 exon T10 aacgtgggtttacggtataaga ctgctatctcccattatgttcc
Exonll exon T11 gcagtcagtttctccctattca ctttgatctgatctgtcccact
Exonl2 exon T12 tagtttggagtctgaccgttct gaccactccacagatcagagat
Exonl3 exon T13 attacccaatcctcatctctga gcctgggaatcttictaacata
Exonl4 exon T14 gaatgataggatgctgtggact cctcctacttctccttccecta
AF091627 ?nplg I(\:Ilil T15V | gatggattggacaggtaaagag agccaccacagaaaacattaac
Special

AF075429 MRNA T16V | gcttttcaggcactctattctg gtctctgagccaaagtgtcttc




Primers used for sequencing of LEPREL1

Sequence Ki Primer

ind Forward sequence reverse sequence

name name

Exonl exon LE1n | ctgtgggcgtccctttaaga taaggagacccaattcgaaagact
Exon2 exon LE2n | tgtatcttcacctgttgattgc ttgctgtgactcagatgaaact
Exon3 exon LE3 catccagtaccccatctaccta gagataggctgggatagacaca
Exon4 exon LE4 tgaggaatgacctgtgtaactg gtgatgtctgtaatgatgaaccac
Exon5 exon LE5 ctccctttaaaatcctttggac cgagttcaacaacctttgcta
Exon6 exon LE6 ggttgttgaactcggttctttc gcaaaaatggaggcaggtaata
Exon7 exon LE7 cttgccaaatctccactaactt tccttgcctatttcatagagctac
Exon8 exon LES8 agagtcacagactaccttggtaaag | agaaagtgggttcttccttgat
Exon9 exon LE9 ggtattctgtgcttcctttcg tatttcagggcttgttgtctg
Exonl0 exon LE10 | caaagcagaaaaagacctgatg ctgccatttacagaagccttag
Exonll exon LE11 | ctgtttttcttacgacctccaa ctaccatgctgttgagctttg
Exonl?2 exon LE12 | tgggagaagagagattgtcagt gagcacctttccagttttcac
Exonl3 exon LE13 | acttactaatggaggctggaca gacctaggttttggttccaagt
Exonl4 exon LE14 | agagaagcaggagttgtggaaa cctcagacgaagcaatttaaagg
Exonl5 exon LE15 | cgtctgctgatgagactgaitt aagcatccttaggaagagaagg
AW150875 ?npsli'z' COM1 | tggtatctcattgtggttttga tgatgtcttaattttggggaag
AW150875 fﬁfﬂf COM1c | cctggtcatctataatctgcttacttt | tccatggcctgaagaatatage
AK056447 ?nplg ,(\::XI COMS3 | atccacttgtacaaccagaagg tcgtagtctccgcetgtagtagg
AK125134 %ps lillzl COM4 | cgtctgctgatgagactgatt agtggagctcactttggagag
AK125134 ?nplg ,(\::XI COM5 | agaataagcttcttggtggtga caacactagtcatgtcccaatg

Primers used for sequencing of CLDN1

Sequence . Primer
kind Forward sequence reverse sequence

name name
Exonl exon C1-1 | aaactctccgcecttctgcac gactgataaccatggaatcacaca
Exon2 exon C1-2 | acatcagtatgactggggtctc | ttcaaatcataccaggaacagg
Exon3 exon C1-3 | gtgtatttaggctcagtgticca | ggcactagcaggactttgtaga
Exon4 exon C1-4 | ttctttggcgtgtatgttcaga Ctcaatgtccatttcggtttg
AF086514 ?nDSE'Z' COM2 | atacgttttggtgttgcttttc | cagaggcatcatagttctttce

Primers used for sequencing of CLDN16

Sequence kind Primer
Forward sequence reverse sequence

name name
Exonl exon Cl6-1 | agttgggtcagaaaacgttaca | gtacatggcagttgggacttag
Exon2 exon C16-2 | cacaaccaccaacttctctttt actcagttttctgtccctttcc
Exon3 exon C16-3 | gaggggtgtgttaatgttaccta | acaactctctccticacctcaa
Exon4 exon C16-4 | cagccattitgtgtagtaagca | ggattgggaaaaacgatagtg
Exon5 exon C16-5 | acaggaaatctacttggctgaa | taaggtggaaggttagcagaga




Primers used for sequencing of UNQ846

Sequence kind Primer
Forward sequence reverse sequence

name name
Exonl exon Ul tagcatgcactttacgagtcac | ctatagcaaatcaagtcctcagagt
Exon2 exon U2 taaacccacattgtctctaggc | ctcaactgggctttttctaatg
Exon3 exon U3 ggtgaaagaaataggctttgg | catgacccctaatctttcctta
Exon4 exon U4 cccacttctaggtagtgatgga | ccttaaactctcctcagtgcag
Exon5 exon us atcgggcagttcatgtacttat | atctctggacattticcaacaac

Primers used for sequencing of ILIRAP

Sequence | kind Primer

Forward sequence reverse sequence

name name

Exonl exon 11 ccaaagggggaaaagaaagtg ccgtctaccctgagattctgc
Exon2 exon 12 cctcttcctgttgtcttaaatacg tgaaagaaactgaaggggtaga
Exon3 exon 13 agcaggcatgaatgctagttat ctcattaccctacgcatgactt
Exon4 exon 14 gaggcctttgttgtaaaatgac aaaagagcccagaaactaaagg
Exon5 exon 15 cctggcttcacttagttcattt atctgaagagaaacacctttgc
Exon6 exon 16 gcctagattatcagacggagtg ttactgaatgcttacgatgtgc
Exon7 exon 17 caggaagttaggcaagattcag catgtgtttctctacaacagtcg
Exon8 exon 18 aaccaatatagccatgtgaagg gccgatttttgttagtgatagg
Exon9 exon 19 tgtctgattcctacacagtcca tccttttgtccttattcaccac
Exonl0 exon 110 ctgcttggcttatccagctat agtaggtaagtggctcgcatta
Exonll exon 111 tggagacttgttgcaagtagaa gactctctcccataatgcaaaa
Exonl2 exon 112 tcctcaagcctcaatgctttt ggggactctttcttcctggag
BC041928 ?nplglgllzl COM6 gcattcatccagtctctctctt ctcaggtgtattccatgctaca
BC041928 i]pslc\;:zl COM7 | gcttttataaggaggcatgttg tgtgtattgcagggtatatgga
BC041928 ?nplg I(illzl COMY78A | aggagacctgaggaagactgg tgcttgtgcaatgtgctttc
BC041928 i]ps I(\:IIZI COM78B | aaatctccttgcttctgtttgg gggaatcaaaagccatcttctc
BC041928 ?nplg I(illzl COMY78C | ccggatgacatctagaaaattagac | tctttcccctcaggatttacag
In intron3-4 | intron COM9 | tcattaacatgtgtcactttaggc caaactttatcctigtagcaactg
AF116662 ?nplg IC\:IIZI COM10 | gtagttcagggtgctgaaaaga ttgagatacctgactgcatgtg
CR591396 ?nplglfl'z' COM11n | tetgtggttgettacttgtctg titctgggattctgtgttaggt
CR591396 ?npl:\?lc\:llzl COM11x | cgacgtgagtacagtgagacac tctgtgttaggtgagagacacaa
AK095107 ?npls l(\:llil COM12 | aagtgtttgttcattccctgtc aggcctttagaggcaataattc




Primers used for sequencing of predicted exons

Sequence Primer
gene Forward sequence reverse sequence
name name
3977.11 TP73L Phyl | gtatgtgagcgtatgtgcattt ttaggctttggaacgagtaaaa
3984.6 intergenic | Phy2 | agcacctcaggttgtttgag aatgtaggtgagttctgctggt
3984.8 intergenic Phy3 | tcagtttgtggatgagtgaaga caactagcaaatgctctgatcc
3994.1 ILIRAP Phy4 | gctttcacagaggtataaaagagc | ctgtatgtgtcttgcacccact
3995.7 intergenic | Phy5n | agccactatccgggtcttctac ttttgtgaagtggcacatgg
3995.8 intergenic Phy6 | gctggacacatcaagcttacta cccttacctttcaacctcaaat
3995.10 intergenic | Phy7 | ggccagaacatctctttgtact agagctgctatgctttcttttg
3998.4 intergenic | Phy8 | gaacaagaacagctggagagc | ctggaagaggagggagtgct
3998.20 intergenic | Phy9x | taatttcggtatttctcccacc ccttattctagagtcccagccc
Primers for DHPLC
gene Sequence Primer Forward reverse
name name sequence sequence
LEPREL1 Exonl0 LEW1 tggaataaaatggggatggt tctgccatttacagaagcctta




